


Open PHACTS Mission:  
Integrate Multiple Research 
Biomedical Data Resources  
Into A Single Open & Free 

Access Point 

CHALLENGE 1: do we need other data to enable phenotypic screening 
workflows? 



http://imgs.xkcd.com/comics/standards.png 

We understand our current standards landscape 
CHALLENGE 2: would phenotypic screening data bring us into ‘raw data’  

and instrument/format standards?  



Challenge 3: How much manual data 
handling would be needed for us to handle 
new types of data for phenotypic 
screening? 



Challenge 4: do workflow components for phenotypic screening exist? 
What are the gaps? How do practitioners actually do this? 


